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Research outputs  
Cyclic tri-adenylate controls a CARF-TM effector in type II Panoptes anti-phage systems
Grüschow, S., Wotherspoon, P., Hilton-Balfe, E., Graham, S. & White, M. F., 15 Sept 2026, In: PLoS Biology. 24, 9, p. 1-
22 22 p., e3003934.

  
Inhibition by ATP regulates the activity of a CBASS anti-phage nucleotide cyclase
Gaskell-Mew, L., McQuarrie, S., McMahon, S., Wotherspoon, P., Graham, S., Gloster, T. & White, M., 1 Aug 2026, In:
Biochemical Journal. 483, 8, p. 1617-1630

  
The CRISPR ring nuclease Csx15 oligomerises on cyclic nucleotide binding to regulate antiviral defence
Chi, H., McMahon, S. A., Graham, S. & White, M. F., May 2026, In: Biochemical Journal. 483, 5, p. 699–712 14 p.

  
Structure and mechanism of the broad spectrum CRISPR-associated ring nuclease Crn4
Chi, H., Hoikkala, V., McMahon, S., Graham, S., Gloster, T. & White, M., 23 Jan 2026, In: Nature Communications. 17, 1,
p. 1-10 10 p., 889.

  
An updated evolutionary classification of CRISPR–Cas systems including rare variants
Makarova, K. S., Shmakov, S. A., Wolf, Y. I., Mutz, P., Altae-Tran, H., Beisel, C. L., Brouns, S. J. J., Charpentier, E.,
Cheng, D., Doudna, J., Haft, D. H., Horvath, P., Moineau, S., Mojica, F. J. M., Pausch, P., Pinilla-Redondo, R., Shah, S.
A., Siksnys, V., Terns, M. P. & Tordoff, J. & 9 others, Venclovas, Č., White, M. F., Yakunin, A. F., Zhang, F., Garrett, R. A.,
Backofen, R., van der Oost, J., Barrangou, R. & Koonin, E. V., 6 Nov 2025, In: Nature Microbiology. p. 1-30 30 p.

  
A viral SAVED protein with ring nuclease activity degrades the CRISPR second messenger cA4
Orzechowski, M. G., Hoikkala, V., Chi, H., McMahon, S., Gloster, T. & White, M., Nov 2025, In: Biochemical Journal. 482,
22, p. 1-13 13 p., BCJ20253271.
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Bacteria use a decoy defence molecule to set a trap for viruses
White, M. F., 1 Oct 2025, In: Nature. p. 1-2 2 p.

  
Diversity and abundance of ring nucleases in type III CRISPR-Cas loci
Hoikkala, V., Chi, H., Grüschow, S., Graham, S. & White, M. F., 4 Sept 2025, In: Proceedings of the Royal Society B:
Biological Sciences. 380, 1934, p. 1-8 8 p., 20240084.

  
SAM-AMP lyases in type III CRISPR defence
Chi, H., McMahon, S., Daniel-Pedersen, L., Graham, S., Gloster, T. M. & White, M. F., 22 Jul 2025, In: Nucleic Acids
Research. 53, 13, p. 1-11 11 p., gkaf655.

  
Solanum bulbocastanum nucleotide‐binding leucine‐rich repeat receptor evolution reveals functional variants and critical
residues in Rpi‐blb1/RB
Li, J., Mantelin, S., Armstrong, M., Kaur, A., Gomez, S., Ying, J., Qin, X., Wright, K. M., Harrower, B., Ribeca, P.,
Chaumet, T., McKenzie, G., Liu, H., White, M. F., Adams, T., Fisher, S. R., Dou, D., Wang, X. & Hein, I., 17 Jun 2025, (E-
pub ahead of print) In: Journal of Integrative Plant Biology. Early View, p. 1-19 19 p.

  
Reply to: Natively expressed AcrIII-1 does not function as an anti-CRISPR protein
Athukoralage, J. S., McMahon, S. A., Zhang, C., Grüschow, S., Graham, S., Krupovic, M., Whitaker, R. J., Gloster, T. M. &
White, M. F., 17 Apr 2025, In: Nature. 640, 8059, p. E15-E17 3 p.

  
Cas10 based 7SL-sRNA diagnostic for the detection of active trypanosomiasis
Gruschow, S., Steketee, P. C., Paxton, E., Matthews, K. R., Morrison, L. J., White, M. F. & Grey, F., 17 Mar 2025, In:
PLoS Neglected Tropical Diseases. 19, 3, p. 1-17 17 p., e0012937.

  
Cas10 based 7SL-sRNA diagnostic for the detection of active trypanosomosis
Grüschow, S., Steketee, P. C., Paxton, E., Matthews, K. R., Morrison, L. J., White, M. F. & Grey, F., 17 Mar 2025, In:
PLoS Neglected Tropical Diseases. 19, 3, p. 1-17 17 p., e0012937.

  
Bioinformatic analysis of type III CRISPR systems reveals key properties and new effector families
Hoikkala, V. P., Graham, S. & White, M., 8 Jul 2024, In: Nucleic Acids Research. 52, 12, p. 7129–7141 13 p.

  
RNA processing by the CRISPR-associated NYN ribonuclease
Chi, H. & White, M., 17 Jun 2024, In: Biochemical Journal. 481, 12, p. 793–804 12 p.

  
CRISPR antiphage defence mediated by the cyclic nucleotide-binding membrane protein Csx23
Grüschow, S., McQuarrie, S., Ackermann, K., McMahon, S., Bode, B., Gloster, T. & White, M., 12 Apr 2024, In: Nucleic
Acids Research. 52, 6, p. 2761-2775 15 p., gkae167.

  
Reversible conjugation of a CBASS nucleotide cyclase regulates bacterial immune response to phage infection
Kruger, L., Gaskell-Mew, L., Graham, S., Shirran, S. L., Hertel, R. & White, M., 8 Apr 2024, In: Nature Microbiology. 9, p.
1579-1592 33 p.

  
Multi-layered genome defences in bacteria
Agapov, A., Baker, K. S., Bedekar, P., Bhatia, R. P., Blower, T. R., Brockhurst, M. A., Brown, C., Chong, C. E., Fothergill,
J. L., Graham, S., Hall, J. P., Maestri, A., McQuarrie, S., Olina, A., Pagliara, S., Recker, M., Richmond, A., Shaw, S. J.,
Szczelkun, M. D. & Taylor, T. B. & 5 others, van Houte, S., Went, S. C., Westra, E. R., White, M. F. & Wright, R., 1 Apr
2024, In: Current Opinion in Microbiology. 78, 10 p., 102436.

  
Activation of Csm6 ribonuclease by cyclic nucleotide binding: in an emergency, twist to open
McQuarrie, S., Athukoralage, J. S., McMahon, S. A., Graham, S., Ackermann, K., Bode, B. E., White, M. F. & Gloster, T.
M., 27 Oct 2023, In: Nucleic Acids Research. 51, 19, p. 10590-10605 16 p.



  
Antiviral type III CRISPR signalling via conjugation of ATP and SAM
Chi, H., Hoikkala, V., Grüschow, S., Graham, S., Shirran, S. & White, M. F., 26 Oct 2023, In: Nature. 622, 7984, p. 826-
833 22 p.

  
Repurposing the atypical Type I-G CRISPR system for bacterial genome engineering
Shangguan, Q. & White, M., 1 Aug 2023, In: Microbiology. 169, 8, 9 p., 001373.

  
Structure of the Saccharolobus solfataricus type III-D CRISPR effector
Cannone, G., Kompaniiets, D., Graham, S., White, M. & Spagnolo, L., 20 Feb 2023, In: Current Research in Structural
Biology. 5, 8 p., 100098.

  
Antiviral signalling by a cyclic nucleotide activated CRISPR protease
Rouillon, C. M. J., Schneberger, N., Chi, H., Blumenstock, K., Da Vela, S., Ackermann, K., Moecking, J., Peter, M. F.,
Boenigk, W., Seifert, R., Bode, B. E., Schmid-Burgk, J. L., Svergun, D., Geyer, M., White, M. & Hageluken, G., 2 Feb 2023
, In: Nature. 614, p. 168–174

  
Author correction: Cyclic nucleotide-induced helical structure activates a TIR immune effector
Hogrel, G., Guild, A., Graham, S., Rickman, H., Grüschow, S., Bertrand, Q., Spagnolo, L. & White, M. F., 2 Feb 2023, In:
Nature. 614, 7946, 1 p., E15.

  
Structure and mechanism of the type I-G CRISPR effector
Shangguan, Q., Graham, S., Sundaramoorthy, R. & White, M. F., 28 Oct 2022, In: Nucleic Acids Research. 50, 19, p.
11214-11228 15 p.

  
Cyclic nucleotide signaling in phage defense and counter-defense
Athukoralage, J. S. & White, M. F., Sept 2022, In: Annual Review of Virology. 9, p. 451-468 18 p.

  
Cyclic nucleotide-induced helical structure activates a TIR immune effector
Hogrel, G., Guild, A., Graham, S., Rickman, H., Grüschow, S., Bertrand, Q., Spagnolo, L. & White, M. F., 25 Aug 2022, In:
Nature. 608, 7924, p. 808–812 5 p.

  
Life sciences new talent collection
Pritchard, C., White, M. F. & Brown, S., 1 Jan 2022, In: Royal Society Open Science. 9, 1, 2 p., 211981.

  
Specificity and sensitivity of an RNA targeting type III CRISPR complex coupled with a NucC endonuclease effector
Grüschow, S., Adamson, C. S. & White, M. F., 16 Dec 2021, In: Nucleic Acids Research. 49, 22, p. 13122-13134 13 p.,
gkab1190.

  
Cyclic oligoadenylate signaling and regulation by ring nucleases during type III CRISPR defense
Athukoralage, J. S. & White, M. F., 1 Aug 2021, In: RNA. 27, 8, p. 855-867 13 p.

  
The CRISPR ancillary effector Can2 is a dual-specificity nuclease potentiating type III CRISPR defence
Zhu, W., McQuarrie, S. J., Gruschow, S., McMahon, S., Graham, S., Gloster, T. & White, M., 18 Mar 2021, In: Nucleic
Acids Research. 49, 5, p. 2777–2789 13 p., gkab073.

  
Facile and scalable expression and purification of transcription factor IIH (TFIIH) core complex
Sanles-Falagan, R., Petrovic-Stojanovska, B. & White, M. F., Oct 2020, In: Protein Expression and Purification. 174,
105660.

  
Tetramerisation of the CRISPR ring nuclease Crn3/Csx3 facilitates cyclic oligoadenylate cleavage
Athukoralage, J. S., McQuarrie, S. J., Gruschow, S., Graham, S., Gloster, T. & White, M., 20 Jul 2020, In: eLife. 9, 19 p.,
e57627.



  
Bacteria SAVED from viruses
White, M. F., 9 Jul 2020, In: Cell. 182, 1, p. 5-6 2 p.

  
Fuse to defuse: a self-limiting ribonuclease-ring nuclease fusion for type III CRISPR defence
Samolygo, A., Athukoralage, J. S., Graham, S. & White, M., 19 Jun 2020, In: Nucleic Acids Research. 48, 11, p.
6149–6156 8 p.

  
Regulation of the RNA and DNA nuclease activities required for Pyrococcus furiosus Type III-B CRISPR-Cas immunity
Foster, K., Grüschow, S., Bailey, S., White, M. F. & Terns, M. P., 7 May 2020, In: Nucleic Acids Research. 48, 8, p. 4418-
4434 17 p.

  
The dynamic interplay of host and viral enzymes in type III CRISPR-mediated cyclic nucleotide signalling
Athukoralage, J. S., Graham, S., Rouillon, C., Gruschow, S., M Czekster, C. & White, M., 27 Apr 2020, In: eLife. 9, 16 p.,
e55852.

  
Structure and mechanism of a Type III CRISPR defence DNA nuclease activated by cyclic oligoadenylate
McMahon, S. A., Zhu, W., Graham, S., Rambo, R., White, M. F. & Gloster, T. M., 24 Jan 2020, In: Nature
Communications. 11, 1, 11 p., 500.

  
An anti-CRISPR viral ring nuclease subverts type III CRISPR immunity
Athukoralage, J. S., McMahon, S. A., Zhang, C., Grüschow, S., Graham, S., Krupovic, M., Whitaker, R. J., Gloster, T. M. &
White, M. F., 23 Jan 2020, In: Nature. 577, 7791, p. 572-575 19 p.

  
Evolutionary classification of CRISPR–Cas systems: a burst of class 2 and derived variants
Makarova, K. S., Wolf, Y., Iranzo, J., Shmakov, S. A., Alkhnbashi, O. S., Brouns, S. J. J., Charpentier, E., Cheng, D., Haft,
D. H., Horvath, P., Moineau, S., Mojica, F. J. M., Scott, D., Shah, S. A., Siksnys, V., Terns, M. P., Venclovas, C., White, M.
F., Yakunin, A. F. & Yan, W. & 6 others, Zhang, F., Garrett, R. A., Backofen, R., van der Oost, J., Barrangou, R. & Koonin,
E., 19 Dec 2019, In: Nature Reviews Microbiology. 18, 2, p. 67-83 17 p.

  
Asymmetric base-pair opening drives helicase unwinding dynamics
Colizzi, F., Perez-Gonzalez, C., Fritzen, R., Levy, Y., White, M. F., Penedo, J. C. & Bussi, G., 5 Nov 2019, In:
Proceedings of the National Academy of Sciences of the United States of America. 116, 45, p. 22471-22477 7 p.

  
Cyclic oligoadenylate signalling mediates Mycobacterium tuberculosis CRISPR defence
Grüschow, S., Athukoralage, J. S., Graham, S., Hoogeboom, T. & White, M. F., 26 Sept 2019, In: Nucleic Acids Research.
 47, 17, p. 9259-9270 12 p.

  
A type III CRISPR ancillary ribonuclease degrades its cyclic oligoadenylate activator
Athukoralage, J. S., Graham, S., Grüschow, S., Rouillon, C. & White, M. F., 12 Jul 2019, In: Journal of Molecular Biology. 
431, 15, p. 2894-2899 6 p.

  
Investigation of the cyclic oligoadenylate signaling pathway of type III CRISPR systems
Rouillon, C., Athukoralage, J. S., Graham, S., Grüschow, S. & White, M. F., 1 Jan 2019, Methods in Enzymology. Bailey,
S. (ed.). Academic Press/Elsevier , p. 191-218 28 p. (Methods in Enzymology; vol. 616).

  
Ring nucleases deactivate Type III CRISPR ribonucleases by degrading cyclic oligoadenylate
Athukoralage, J. S., Rouillon, C., Graham, S., Grüschow, S. & White, M. F., 11 Oct 2018, In: Nature. 562, 7726, p. 277-
280 16 p.

  
Control of cyclic oligoadenylate synthesis in a type III CRISPR system
Rouillon, C., Athukoralage, J. S., Graham, S., Grüschow, S. & White, M. F., 19 Jul 2018, In: eLife. 7, 22 p., e36734.

 



DNA repair in the Archaea – an emerging picture
White, M. F. & Allers, T., Jul 2018, In: FEMS Microbiology Reviews. 42, 4, p. 514-526 13 p.

  
Prespacer processing and specific integration in a Type I-A CRISPR system
Rollie, C., Graham, S., Rouillon, C. & White, M. F., 16 Feb 2018, In: Nucleic Acids Research. 46, 3, p. 1007-1020 14 p.

  
DNA‐Interacting characteristics of the archaeal Rudiviral protein SIRV2_Gp1
Peeters, E., Boon, M., Rollie, C. J. C., Willaert, R. G., Voet, M., White, M. F., Prangishvili, D., Lavigne, R. & Quax, T. E. F.,
Jul 2017, In: Viruses. 9, 7, 13 p., 190.

  
High-affinity RNA binding by a hyperthermophilic single-stranded DNA-binding protein
Morten, M. J., Gamsjaeger, R., Cubeddu, L., Kariawasam, R., Peregrina, J. R., Penedo-Esteiro, J. C. & White, M. F., Mar
2017, In: Extremophiles. 21, 2, p. 369-379 11 p.

  
A type III-B CRISPR–Cas effector complex mediating massive target DNA destruction
Han, W., Li, Y., Deng, L., Feng, M., Peng, W., Hallstrøm, S., Zhang, J., Peng, N., Liang, Y. X., White, M. F. & She, Q., 28
Feb 2017, In: Nucleic Acids Research. 45, 4, p. 1983-1993 11 p.

  
Cpf1 shape-shifts for streamlined CRISPR cleavage
White, M. F., 4 May 2016, In: Nature Structural and Molecular Biology. 23, 5, p. 365-6 2 p.

  
Cpf1 shape -shiftsfor streamlined CRISPR cleavage
White, M. F., May 2016, In: Nature Structural and Molecular Biology. 23, 5, p. 365-366 2 p.

  
Mechanism of DNA loading by the DNA repair helicase XPD
Constantinescu-Aruxandei, D., Petrovic-Stojanovska, B., Penedo, C., White, M. F. & Naismith, J. H., 7 Apr 2016, In:
Nucleic Acids Research. 44, 6, p. 2806-2815 10 p.

  
Multiple nucleic acid cleavage modes in divergent type III CRISPR systems
Zhang, J., Graham, S., Tello, A., Iu, H. & White, M. F., 29 Feb 2016, In: Nucleic Acids Research. 44, 4, p. 1789-1799 11 p.

  
Binding dynamics of a monomeric SSB protein to DNA: a single-molecule multi-process approach
Morten, M. J., Peregrina, J. R., Figueira-Gonzalez, M., Ackermann, K., Bode, B. E., White, M. F. & Penedo, C., 15 Dec
2015, In: Nucleic Acids Research. 43, 22, p. 10907-10924 18 p.

  
Taking a molecular motor for a spin: helicase mechanism studied by spin labelling and PELDOR
Constantinescu Aruxandei, D., Petrovic-Stojanovska, B., Schiemann, O., Naismith, J. & White, M. F., 10 Dec 2015, In:
Nucleic Acids Research. Advance Access

  
An updated evolutionary classification of CRISPR-Cas systems
Makarova, K. S., Wolf, Y. I., Alkhnbashi, O. S., Costa, F., Shah, S. A., Saunders, S. J., Barrangou, R., Brouns, S. J. J.,
Charpentier, E., Haft, D. H., Horvath, P., Moineau, S., Mojica, F. J. M., Terns, R. M., Terns, M. P., White, M. F., Yakunin,
A. F., Garrett, R. A., van der Oost, J. & Backofen, R. & 1 others, Koonin, E. V., 28 Sept 2015, In: Nature Reviews
Microbiology. 13, p. 722-736 15 p.

  
Intrinsic sequence specificity of the Cas1 integrase directs new spacer acquisition
Rollie, C. J. C., Schneider, S., Brinkmann, A. S., Bolt, E. & White, M. F., 18 Sept 2015, In: eLife. 4, 19 p., e08716.

  
Functional characterization of a conserved archaeal viral operon revealing single-stranded DNA binding, annealing and
nuclease activities
Guo, Y., Kragelund, B. B., White, M. F. & Peng, X., 19 Jun 2015, In: Journal of Molecular Biology. 427, 12, p. 2179-2191 
13 p.

 



Biogenesis pathways of RNA guides in archaeal and bacterial CRISPR-Cas adaptive immunity
Charpentier, E., Richter, H., van der Oost, J. & White, M. F., 20 May 2015, In: FEMS Microbiology Reviews. 39, 3, p. 428-
441

  
The structural basis of DNA binding by the single-stranded DNA-binding protein from Sulfolobus solfataricus
Gamsjaeger, R., Kariawasam, R., Gimenez, A. X., Touma, C., McIlwain, E., Bernardo, R. E., Shepherd, N. E., Ataide, S.
F., Dong, Q., Richard, D. J., White, M. F. & Cubeddu, L., 15 Jan 2015, In: Biochemical Journal. 465, 2, p. 337-346 10 p.

  
Expression and purification of the CMR (Type III-B) complex in Sulfolobus solfataricus
Zhang, J. & White, M. F., 2015, In: Methods in Molecular Biology. 1311, p. 185-94 10 p.

  
Backbone and side-chain H-1, C-13 and N-15 resonance assignments of the OB domain of the single stranded DNA
binding protein from Sulfolobus solfataricus and chemical shift mapping of the DNA-binding interface
Gamsjaeger, R., Kariawasam, R., Touma, C., Kwan, A. H., White, M. F. & Cubeddu, L., Oct 2014, In: Biomolecular NMR
Assignments. 8, 2, p. 243-246 4 p.

  
Cas6 specificity and CRISPR RNA loading in a complex CRISPR-Cas system
Sokolowski, R. D., Graham, S. & White, M. F., 2 Jun 2014, In: Nucleic Acids Research. 42, 10, p. 6532-6541 10 p.

  
Protein-protein interactions leading to recruitment of the host DNA sliding clamp by the hyperthermophilic Sulfolobus
islandicus rod- shaped virus 2
Gardner, A. F., Bell, S. D., White, M. F., Prangishvili, D. & Krupovic, M., 1 Jun 2014, In: Journal of Virology. 88, 12, p.
7105-7108 4 p.

  
CRISPR-mediated targeted mRNA degradation in the archaeon Sulfolobus solfataricus
Zebec, Z., Manica, A., Zhang, J., White, M. F. & Schleper, C., 1 Apr 2014, In: Nucleic Acids Research. 42, 8, p. 5280-5288
 9 p.

  
Single-molecule characterization of Fen1 and Fen1/PCNA complexes acting on flap substrates
Craggs, T. D., Brenlla, A., Hutton, R. D., White, M. F. & Penedo, C., Feb 2014, In: Nucleic Acids Research. 42, 3, p. 1857-
1872

  
Crystal 'unengineering': Reducing the crystallisability of sulfolobus solfataricus hjc
Middleton, C. L., Parker, J. L., Knott, G. J., White, M. F. & Bond, C. S., 1 Jan 2014, In: Australian Journal of Chemistry. 67
, 12, p. 1818-1823 6 p.

  
Hot and crispy: CRISPR-Cas systems in the hyperthermophile Sulfolobus solfataricus
Zhang, J. & White, M. F., Dec 2013, In: Biochemical Society Transactions. 41, 6, p. 1422-1426 5 p.

  
Structure of the CRISPR Interference complex CSM reveals key similarities with Cascade
Rouillon, C., Zhou, M., Zhang, J., Politis, A., Beilsten-Edmands, V., Cannone, G., Graham, S., Robinson, C. V., Spagnolo,
L. & White, M. F., 10 Oct 2013, In: Molecular Cell. 52, 1, p. 124-134 11 p.

  
Structure of a dimeric crenarchaeal Cas6 enzyme with an atypical active site for CRISPR RNA processing
Reeks, J., Sokolowski, R. D., Graham, S., Liu, H., Naismith, J. H. & White, M. F., 1 Jun 2013, In: Biochemical Journal. 452
, 2, p. 223-230 8 p.

  
CRISPR interference: a structural perspective
Reeks, J. A., Naismith, J. & White, M. F., Jun 2013, In: Biochemical Journal. 453, 2, p. 155-166 12 p.

  
Structure of the archaeal Cascade subunit Csa5: Relating the small subunits of CRISPR effector complexes
Reeks, J., Graham, S., Anderson, L., Liu, H., White, M. F. & Naismith, J. H., May 2013, In: RNA Biology. 10, 5, p. 762-769 
8 p.



  
CrRNA biogenesis
Charpentier, E., Van Der Oost, J. & White, M. F., 1 Jan 2013, CRISPR-Cas Systems: RNA-Mediated Adaptive Immunity in
Bacteria and Archaea. Springer-Verlag, p. 115-144 30 p.

  
Crenarchaeal chromatin proteins Cren7 and Sul7 compact DNA by inducing rigid bends
Driessen, R. P. C., Meng, H., Suresh, G., Shahapure, R., Lanzani, G., Priyakumar, U. D., White, M. F., Schiessel, H., van
Noort, J. & Dame, R. T., Jan 2013, In: Nucleic Acids Research. 41, 1, p. 196-205 10 p.

  
Protein-induced changes in DNA structure and dynamics observed with noncovalent site-directed spin-labeling and
PELDOR
Reginsson, G. W., Shelke, S., Rouillon, C., White, M. F., Sigurdsson, S. T. & Schiemann, O., Jan 2013, In: Nucleic Acids
Research. 41, 1, 10 p., e11.

  
Alba shapes the archaeal genome using a delicate balance of bridging and stiffening the DNA
Laurens, N., Driessen, R. P. C., Heller, I., Vorselen, D., Noom, M. C., Hol, F. J. H., White, M. F., Dame, R. T. & Wuite, G.
J. L., Dec 2012, In: Nature Communications. 3, 8 p., 1328.

  
The CRISPR associated protein Cas4 Is a 5' to 3' DNA exonuclease with an iron-sulfur cluster
Zhang, J., Kasciukovic, T. & White, M. F., 8 Oct 2012, In: PLoS One. 7, 10, 8 p., e47232.

  
Structure and mechanism of the CRISPR associated complex for antiviral defense (CASCADE)
Lawrence, C. M., Lintner, N. G., Kerou, M. & White, M. F., Apr 2012, In: FASEB Journal. 26, 1 p.

  
Staphylococcus aureus DinG, a helicase that has evolved into a nuclease
McRobbie, A.-M., Meyer, B., Rouillon, C., Petrovic-Stojanovska, B., Liu, H. & White, M. F., 15 Feb 2012, In: Biochemical
Journal. 442, p. 77-84 8 p.

  
Displacement of the canonical single-stranded DNA-binding protein in the Thermoproteales
Paytubi, S., McMahon, S. A., Graham, S., Liu, H., Botting, C. H., Makarova, K. S., Koonin, E. V., Naismith, J. H. & White,
M. F., 14 Feb 2012, In: Proceedings of the National Academy of Sciences of the United States of America. 109, 7, p.
E398-E405 8 p.

  
Structure and mechanism of the CMR complex for CRISPR-Mediated antiviral immunity
Zhang, J., Rouillon, C., Kerou, M., Reeks, J., Brugger, K., Graham, S., Reimann, J., Cannone, G., Liu, H., Albers, S.-V.,
Naismith, J. H., Spagnolo, L. & White, M. F., 10 Feb 2012, In: Molecular Cell. 45, 3, p. 303-313 11 p.

  
Iron-sulphur clusters in nucleic acid processing enzymes
White, M. F. & Dillingham, M. S., Feb 2012, In: Current Opinion in Structural Biology. 22, 1, p. 94-100 7 p.

  
Postcards from the Edge: Structural Genomics of Archaeal Viruses
Krupovic, M., White, M. F., Forterre, P. & Prangishvili, D., 2012, Bacteriophages, Part A . Łobocka , M. & Szybalski, W. T.
(eds.). San Diego: Elsevier, p. 33-62 30 p. (Advances in Virus Research; vol. 82).

  
Structural and functional characterization of an archaeal clustered regularly interspaced short palindromic repeat
(CRISPR)-associated complex for antiviral defense (CASCADE)
Lintner, N. G., Kerou, M., Brumfield, S. K., Graham, S., Liu, H., Naismith, J. H., Sdano, M., Peng, N., She, Q., Copié, V.,
Young, M. J., White, M. F. & Lawrence, C. M., 17 Jun 2011, In: Journal of Biological Chemistry. 286, 24, p. 21643-21656 
14 p.

  
hSSB1 interacts directly with the MRN complex stimulating its recruitment to DNA double-strand breaks and its endo-
nuclease activity
Richard, D. J., Cubeddu, L., Urquhart, A. J., Bain, A., Bolderson, E., Menon, D., White, M. F. & Khanna, K. K., May 2011,
In: Nucleic Acids Research. 39, 9, p. 3643-3651 9 p.



  
hSSB1 rapidly binds at the sites of DNA double-strand breaks and is required for the efficient recruitment of the MRN
complex
Richard, D. J., Savage, K., Bolderson, E., Cubeddu, L., So, S., Ghita, M., Chen, D. J., White, M. F., Richard, K., Prise, K.
M., Schettino, G. & Khanna, K. K., Mar 2011, In: Nucleic Acids Research. 39, 5, p. 1692-1702 11 p.

  
Recognition of Archaeal CRISPR RNA: No P in the alindromic Repeat?
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MUTASE VERSUS SYNTHASE - THE PHOSPHOGLYCERATE MUTASE FAMILY STUDIED BY PROTEIN
ENGINEERING
White, M. F. & FOTHERGILLGILMORE, L. A., Apr 1990, In: Biochemical Society Transactions. 18, 2, p. 257-257 1 p.

  
SEQUENCE OF THE GENE ENCODING PHOSPHOGLYCERATE MUTASE FROM SACCHAROMYCES-CEREVISIAE
White, M. F. & FOTHERGILLGILMORE, L. A., 14 Mar 1988, In: FEBS Letters. 229, 2, p. 383-387 5 p.

 
 
Activities  
Departmental Seminar, University of Glasgow
White, M. (Speaker)
18 Sept 2026

  
Departmental Seminar, University of Newcastle.
White, M. (Speaker)
12 Nov 2025

  
Departmental Seminar, UCL
White, M. (Speaker)
30 Apr 2025

  
Invited Speaker, EMBO Workshop on the Bacterial Immune System, Pasteur Institute
White, M. (Speaker)
8 Apr 2025

  
Keynote Speaker, International CRISPR Conference, Christchurch NZ
White, M. (Speaker)
16 Feb 2025

  
Mercator Fellowship Lecture Tour
White, M. (Speaker)
8 Oct 2024 → 19 Oct 2024

  
Keynote Speaker, Beyond Genome Editing, Berlin
White, M. (Speaker)
7 Oct 2024

  
Invited Speaker, RS Hooke meeting on bacterial immune systems
White, M. (Speaker)
30 Sept 2024

  
Departmental seminar, John Innes Centre
White, M. (Speaker)
12 Jul 2024



  
Departmental Seminar, School of Biology, University of York
White, M. (Speaker)
3 Jun 2024

  
Keynote Speaker: Belgian Society for Microbiology
White, M. (Speaker)
8 Mar 2024

  
Departmental Seminar, School of Life Sciences, Southampton University
White, M. (Speaker)
11 Oct 2023

  
Saints Talk (public lecture), University of St Andrews
White, M. (Speaker)
3 Oct 2023

  
Invited speaker, International CRISPR Conference, Würzburg
White, M. (Speaker)
27 Jun 2023

  
Departmental Seminar, University of Regensburg
White, M. (Speaker)
26 Jun 2023

  
Keynote Speaker, Imperial College CSB Open Day
White, M. (Speaker)
23 May 2023

  
Invited Speaker, Symposium on Bacterial Immune Systems
White, M. (Speaker)
28 Feb 2023

  
Departmental Seminar, University of illinois
White, M. (Speaker)
4 Mar 2021

  
Invited Speaker, 18th UK Archaea Workshop
White, M. (Speaker)
8 Jan 2021

  
Invited speaker, 17th International Molecular Biology and Genetics Winter School, Turkey
White, M. (Speaker)
12 Dec 2020

  
Departmental Seminar, Nottingham University Life Sciences
White, M. (Speaker)
28 Oct 2020

  
Invited speaker, RNA Biochemistry Conference
White, M. (Speaker)
22 Oct 2020

 



Keynote Speaker - GdR Archaea conference, Paris
White, M. (Speaker)
28 May 2020

  
Invited speaker, Beyond Genome Editing Conference, Berlin
White, M. (Speaker)
23 Mar 2020

  
Departmental Seminar - James Hutton Institute
White, M. (Speaker)
6 Nov 2019

  
Invited speaker, Genome Engineering Conference, CSHL
White, M. F. (Speaker)
10 Oct 2019

  
The Royal Society of Edinburgh (External organisation)
White, M. F. (Participant)
30 Sept 2019

  
Invited Speaker, Genome Engineering Conference, Berlin
White, M. F. (Speaker)
4 Sept 2019

  
Royal Society Open Science (Journal)
White, M. F. (Member of editorial board)
1 Sept 2019 → 1 Sept 2022

  
Invited Speaker, Gordon Research Conference on Archaea, Les Diablerets, Switzerland
White, M. F. (Speaker)
1 Jul 2019

  
Invited Speaker, Nucleic Acids Conference, Dundee
White, M. F. (Speaker)
28 Jun 2019

  
Invited speaker, International CRISPR Conference, Quebec.
White, M. F. (Speaker)
19 Jun 2019

  
Departmental Seminar, Imperial College London
White, M. F. (Speaker)
15 May 2019

  
Departmental Seminar, Harwell Research Complex
White, M. F. (Speaker)
10 May 2019

  
Invited speaker - DFG network on CRISPR: beyond genome editing
White, M. F. (Speaker)
23 Mar 2019 → 25 Mar 2019

  
Cafe Scientifique Dunkeld - Genome Engineering
White, M. F. (Speaker)
9 Mar 2019



  
Departmental Seminar, Genome Damage and Stability Unit, University of Sussex
White, M. F. (Speaker)
24 Oct 2018

  
Departmental Seminar, Dept of Biochemistry, UCL
White, M. F. (Speaker)
17 Oct 2018

  
Royal Society of Biology Symposium
White, M. F. (Participant)
13 Oct 2018

  
Keynote Speaker: Extremophiles 2018, Ischia, Italy
White, M. F. (Speaker)
17 Sept 2018

  
Keynote Speaker, Molecular Biology of Archaea 6, Vienna
White, M. F. (Speaker)
4 Sept 2018

  
Keynote Speaker: German Archaea Network, Frankfurt
White, M. F. (Speaker)
16 Jul 2018

  
Cell Block Science - Polmont YOI
White, M. F. (Participant)
9 Apr 2018

  
DFG German Science Foundation (External organisation)
White, M. F. (Participant)
26 Mar 2018 → 27 Mar 2018

  
Cell Block Science - Perth Prison
White, M. F. (Participant)
8 Mar 2018

  
CRISPR - Separating Fact from Fiction
White, M. F. (Speaker)
5 Jan 2018

  
Mentor, Royal Society Mentoring Scheme
White, M. F. (External examiner)
1 Jan 2018 → 1 Jan 2019

  
The CRISPR Journal (Journal)
White, M. F. (Member of editorial board)
1 Oct 2017 → 30 Sept 2022

  
Invited Speaker - Gordon Research Conference on Archaea, New Hampshire
White, M. F. (Speaker)
23 Jul 2017

 



Invited speaker - CRISPR conference, Montana
White, M. F. (Speaker)
8 Jun 2017

  
Invited Speaker - FASEB conference on Excision Repair
White, M. F. (Speaker)
7 May 2017

  
International Advisory Board - Extremophiles 2016 - Kyoto
White, M. F. (Member of programme committee)
12 Sept 2016 → 16 Sept 2016

  
Invited speaker - Workshop on DNA Replication, Brunel University
White, M. F. (Speaker)
30 Aug 2016

  
co-Organiser of the 5th Molecular Biology of Archaea Meeting - London
White, M. F. (Organiser)
1 Aug 2016 → 3 Aug 2016

  
Departmental Seminar - University of Bradford
White, M. F. (Speaker)
28 Feb 2016

  
Departmental Seminar - Kings College, London
White, M. F. (Speaker)
6 Dec 2015

  
Live Interview on Radio Scotland - Kaye Adams Programme
White, M. F. (Participant)
14 Oct 2015

  
Invited seminar - Gordon Research Conference on Archaea, Maine, USA
White, M. F. (Participant)
28 Jul 2015

  
Invited speaker - Gordon Research Conference on Archaea, Maine, USA
White, M. F. (Speaker)
28 Jul 2015

  
Invited seminar - International CRISPR conference, New York
White, M. F. (Participant)
19 Jun 2015

  
Invited seminar - International CRISPR conference, New York
White, M. F. (Speaker)
19 Jun 2015

  
EMBO Keynote Speaker
White, M. F. (Keynote/Plenary speaker)
15 May 2014

  
Invited seminar - Shanghai Synchrotron
White, M. F. (Speaker)
29 Apr 2014



  
Distinguished Lecturer Series, Shanghai Jiao Tong University
White, M. F. (Speaker)
24 Apr 2014

  
Science Discovery Day
White, M. F. (Participant)
8 Mar 2014

  
Conference Organiser - International CRISPR meeting
White, M. F. (Organiser)
17 Jun 2013 → 19 Jun 2013

  
Conference presentation, Thermophiles 2011, Montana
White, M. F. (Invited speaker)
13 Sept 2011

  
Conference presentation, Gordon Research Conference on Archaea, New Hampshire
White, M. F. (Invited speaker)
3 Aug 2011

  
Departmental Seminar, CNRS, Palaiseau, France
White, M. F. (Speaker)
16 Jun 2011

  
Extremophiles, Cheltenham Science Festival
White, M. F. (Panel participant)
8 Jun 2011

  
Speaker, Nordic Archaea Network, Finland
White, M. F. (Participant)
10 May 2011

  
Invited speaker, Scottish Protein Group 103rd meeting, Edinburgh
White, M. F. (Speaker)
5 May 2011

  
Conference presentation, Society for General Microbiology, Harrogate
White, M. F. (Invited speaker)
12 Apr 2011

  
Archaeal Genetic and Molecular Mechanisms
White, M. F. (Organiser)
6 Jan 2011 → 7 Jan 2011

  
Departmental Seminar, University of Umea, Sweden
White, M. F. (Speaker)
19 Nov 2010

  
Departmental Seminar, University of Copenhagen
White, M. F. (Speaker)
18 Nov 2010

 



Extreme Gene Machines: maintaining genome integrity in boiling acid
White, M. F. (Speaker)
11 Nov 2010

  
Conference presentation, CRISPR Mechanisms & Applications, Wageningen, NL.
White, M. F. (Invited speaker)
21 Oct 2010

  
Departmental Seminar, Leiden University, NL
White, M. F. (Speaker)
20 Oct 2010

  
Conference presentation, NACON VIII, Sheffield
White, M. F. (Participant)
14 Sept 2010

  
Conference presentation, Molecular Biology of Archaea, Cambridge
White, M. F. (Participant)
17 Aug 2010

  
Biochemical Journal (Journal)
White, M. F. (Editor)
May 2010 → …

  
Departmental Seminar, Birkbeck College, London
White, M. F. (Speaker)
30 Nov 2009

  
British Science Association public lecture on "Darwin and the roots of the tree of life"
White, M. F. (Speaker)
17 Nov 2009

  
Departmental Seminar, University of Duisberg-Essen, Germany
White, M. F. (Speaker)
25 Sept 2009

  
Invited speaker, Gordon Conference on Archaea, New Hampshire
White, M. F. (Participant)
28 Jul 2009

  
Invited speaker, EMBO conference on Helicases, Les Diablerets, Switzerland
White, M. F. (Participant)
27 Jun 2009

  
Invited participant, International Workshop on Archaea and the Origins of Life, Les Trielles, France
White, M. F. (Participant)
11 May 2009

  
Departmental Seminar, Imperial College London
White, M. F. (Speaker)
29 Apr 2009

  
Departmental Seminar, University of Bath
White, M. F. (Speaker)
24 Mar 2009



  
Public lecture on "Darwin and the Tree of Life"
White, M. F. (Speaker)
12 Feb 2009

  
Invited speaker, Biochemical Society Annual Symposium, Cambridge
White, M. F. (Participant)
17 Dec 2008

  
Departmental Seminar, University of Copenhagen, Denmark
White, M. F. (Speaker)
29 Sept 2008

  
Invited speaker, Biochemical Society Focussed meeting on Archaea, St Andrews
White, M. F. (Participant)
21 Aug 2008

  
Aberdeen Schools Annual Microbiology Lecture
White, M. F. (Speaker)
18 Jun 2008

  
Invited speaker, FASEB conference on DNA palindromes, New Hampshire, USA
White, M. F. (Participant)
9 Jun 2008

  
Departmental Seminar, UCL, London
White, M. F. (Speaker)
23 Apr 2008

  
St Andrews Open Association lecture "The weird and wonderful world of the archaea"
White, M. F. (Speaker)
8 Feb 2008

  
Invited speaker, Molecular and Environmental Biology Symposium, University of Dundee
White, M. F. (Speaker)
1 Feb 2008

  
BBSRC Biomolecular Sciences (BMS) panel (External organisation)
White, M. F. (Participant)
2008 → 2009

  
Biochemical Journal (Journal)
White, M. F. (Member of editorial board)
2008 → …

  
Organiser of the Biochemical Society focussed meeting on the Molecular Biology of Archaea, St Andrews, August 2008
White, M. F. (Organiser)
2008 → …

  
The Royal Society of Edinburgh (External organisation)
White, M. F. (Participant)
2008 → …

 



Chair: Gordon Conference on Archaea
White, M. F. (Organiser)
2007 → …

  
Society for General Microbiology (External organisation)
White, M. F. (Participant)
2006 → …

  
Society for General Microbiology (External organisation)
White, M. F. (Participant)
2006 → 2009

  
Biochemical Society Genes sub-panel (External organisation)
White, M. F. (Participant)
2005 → 2008

  
Faculty of 1000 (Journal)
White, M. F. (Member of editorial board)
2004 → 2008

  
External examiner for undergraduate units in Biochemistry and Molecular Cell Biology, University of Stirling
White, M. F. (External examiner)
2003 → 2006

  
Live radio interview on Radio Scotland in October
White, M. F. (Participant)
2003 → …

  
The Biochemical Society (External organisation)
White, M. F. (Participant)
1986 → …

 
 
Prizes  
Elected member of the European Molecular Biology Organisation
White, M. F. (Recipient), 27 Oct 2010

  
Fellow of the Royal Society of Edinburgh
White, M. F. (Recipient), 2008

  
Royal Society Wolfson Research Merit Award
White, M. F. (Recipient), 29 Aug 2014

 
 
Awards  
Optical tweezers-confocal microscope: A correlative, ultra-stable, optical tweezers-confocal microscope for high-resolution
molecular and cellular mechanobiology
White, M. (CoI), Guimaraes da Silva, R. (CoI), Gather, M. (CoI), Varela, J. (CoI), Tilsner, J. (CoI), Penedo, C. (PI), Smith,
T. K. (CoI), Annibale, P. (CoI), Melo Czekster, C. (CoI), Bruce, G. (CoI), O'Hagan, D. (CoI) & Schwarz-Linek, U. (CoI)
Biotechnology and Biological Sciences Research Council: £642,300.00
1/08/23 → 31/07/24


